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FEATURES             Location/Qualifiers

     source          1..78001

                     /organism="Oryctolagus cuniculus"

                     /mol_type="genomic DNA"

                     /db_xref="taxon:9986"

                     /chromosome="19"

                     /sex="female"

                     /breed="Thorbecke inbred"

     gene            272..1931

                     /gene="CCL2"

                     /note="Derived by automated computational analysis using

                     gene prediction method: BestRefseq."

                     /db_xref="GeneID:100009130"

     mRNA            join(272..362,1066..1183,1534..1931)

                     /gene="CCL2"

                     /product="chemokine (C-C motif) ligand 2"

                     /exception="mismatches in transcription"

                     /note="Derived by automated computational analysis using

                     gene prediction method: BestRefseq."

                     /transcript_id="NM_001082294.1"

                     /db_xref="GI:126723025"

                     /db_xref="GeneID:100009130"
     CDS             join(287..362,1066..1183,1534..1717)
                     /gene="CCL2"

                     /exception="mismatches in translation"

                     /note="Derived by automated computational analysis using

                     gene prediction method: BestRefseq."

                     /codon_start=1

                     /product="small inducible cytokine A2 precursor"
                     /protein_id="NP_001075763.1"

                     /db_xref="GI:126723026"

                     /db_xref="GeneID:100009130"

     gene            11603..21322

                     /gene="LOC100343840"

                     /note="Derived by automated computational analysis using

                     gene prediction method: GNOMON. Supporting evidence

                     includes similarity to: 3 Proteins"

                     /db_xref="GeneID:100343840"

     mRNA            join(11603..11678,20714..20822,21217..21322)

                     /gene="LOC100343840"

                     /product="small inducible cytokine A11, transcript variant

                     2"

                     /note="Derived by automated computational analysis using

                     gene prediction method: GNOMON. Supporting evidence

                     includes similarity to: 1 Protein"

                     /transcript_id="XM_002719227.1"

                     /db_xref=“GI: 291405570”

                     /db_xref="GeneID:100343840"

     CDS             join(11603..11678,20714..20822,21217..21322)
                     /gene="LOC100343840"

                     /note="Derived by automated computational analysis using

                     gene prediction method: GNOMON."

                     /codon_start=1

                     /product="small inducible cytokine A11 isoform 2"

                     /protein_id="XP_002719273.1"

                     /db_xref="GI:291405571”

                     /db_xref="GeneID:100343840"

     mRNA            join(19509..19584,20714..20822,21217..21322)

                     /gene="LOC100343840"

                     /product="small inducible cytokine A11, transcript variant

                     1"

                     /note="Derived by automated computational analysis using

                     gene prediction method: GNOMON. Supporting evidence

                     includes similarity to: 2 Proteins"

                     /transcript_id="XM_002719226.1"

                     /db_xref=“GI: 291405568”

                     /db_xref="GeneID:100343840"

     CDS             join(19509..19584,20714..20822,21217..21322)
                     /gene="LOC100343840"

                     /note="Derived by automated computational analysis using

                     gene prediction method: GNOMON."

                     /codon_start=1

                     /product="small inducible cytokine A11 isoform 1"

                     /protein_id="XP_002719272.1"

                     /db_xref=“GI: 291405569”

                     /db_xref="GeneID:100343840"
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