Table S1: Primers for amplification of p53 isoforms and Actin by RT-PCR (nested PCRs). 

	mRNA
	PCR
	Primer name and targeted region
	5’ – 3’ sequence

	p53
	I
	e2.1 (F) (exon2)
	GTCACTGCCATGGAGGAGCCGCA

	
	
	RT1 (R) (exon11)
	GACGCACACCTATTGCAAGCAAGGGTTC

	
	II
	e2 (F)   (exon2)
	ATGGAGGAGCCGCAGTCAGAT

	
	
	RT2 (R) (exon11)
	ATGTCAGTCTGAGTCAGGCCCTTCTGTC

	p53β
	I
	e2.1 (F) (exon2)
	GTCACTGCCATGGAGGAGCCGCA

	
	
	RT1 (R) (exon11)
	GACGCACACCTATTGCAAGCAAGGGTTC

	
	II
	e2 (F)   (exon2)
	ATGGAGGAGCCGCAGTCAGAT

	
	
	p53 (R) (exon9b)
	TTTGAAAGCTGGTCTGGTCCTGA 

	p53 
	I
	e2.1 (F) (exon2)
	GTCACTGCCATGGAGGAGCCGCA

	
	
	RT1 (R) (exon11)
	GACGCACACCTATTGCAAGCAAGGGTTC

	
	II
	e2 (F)   (exon2)
	ATGGAGGAGCCGCAGTCAGAT

	
	
	p53 (R) (exon9b)
	TCGTAAGTCAAGTAGCATCTGAAGG

	Actin 
	actin5 (F)   
	ATCTGGCACCACACCTTCTACAATGAGCTGCG

	
	actin3 (R)
	CGTCATACTCCTGCTTGCTGATCCACATCTGC


For each p53 isoform, the nested PCR assay was performed as two consecutive PCR reactions (I, II) with two separate primer pairs as indicated. (F): Forward, (R): Reverse.
Table S2: Binary Logistic Regression Analyses of the p53β positive and negative cohorts 
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p33p - cohort p53p + cohort
Response Variable Predictor Variables B p OR (95% CI) Predictor Variables B p OR (95% CI)
pS3y Lymph Node Status 1.25 0.022 3.49 (1.20-10.11) | p53m 1.97 0.021 7.14 (1.35-37.74)
53 Tumour Grade 3 2.39 0.003 10.92 (2.28-52.19) | p53y 3.06 0.005 21.39 (2.54-180.14)
m

P Tumour Grade 3 3.98 0.002 | 53.45(4.36-655.26)
Disease Free Survival 1.32 0.037 3.75(1.08-12.97) | Tumour Grade 3 -2.53 0.003 0.08 (0.01-0.42)

ER Overall Survival 1.49 0.029 4.45(1.17-17.01) | PR N/AT | <0.001 N/A T
PR N/AT | <0.001 N/A T
Tumour Grade 3 N/A* | <0.001 N/A*

PR Tumour Grade 3 -2.03 | <0.001 0.13(0.04-0.41) | Tumour Grade 3 -2.26 0.001 0.10 (0.03-0.41)
ER N/A+ | <0.001 N/A* | ER N/AT | <0.001 N/AT
pS3m 2.87 0.001 17.63 (3.12-99.71) | p53m 2.81 0.016 16.55 (1.67-163.70)
PR -2.43 | <0.001 0.09 (0.02-0.32) | PR -2.01 0.010 0.13 (0.03-0.61)

Tumour Grade 3 Tumour Size 1.37 0.016 3.95(1.29-12.06) | HER2 N/A~ | <0.001 N/A~
HER2 N/A~ | <0.001 N/A~ | Disease Free Survival N/A” 0.001 N/A”
ER N/A* | <0.001 N/A* | Overall Survival N/A” 0.048 N/A”
pS3y 1.12 0.048 3.05(1.01-9.21) | Nothing associated

Lymph Noce Status Overall Survival 167 | 0042 0.19 (0.04-0.94)

Lymph Node Status -1.80 0.026 0.17 (0.03-0.81) | ER 2.36 0.045 10.55 (1.06-105.04)

Overall Survival pS3m -1.28 0.059 0.28 (0.07-1.05) | PR N/AT 0.022 N/A T

Tumour Grade 3 N/A* 0.048 N/A*
. _ PR 1.18 0.042 3.27 (1.05-10.22) | p53m -2.00 0.018 0.14 (0.03-0.71)

Disease Free Survival

p53m -1.15 0.072 0.32(0.09-1.11) | Tumour Grade 3 N/A” 0.001 N/A”





Variables were analyzed by Binary Logistic Regression utilising the backwards step-wise elimination method. Lymph node status, tumour grade, p53 mutation status (p53m), p53, p53, HER2 (erbB2), Estrogen Receptor (ER) and Progesterone Receptor (PR) expressions were included in analyses as predictor variables. All independent significant associations between the predictor and response variables were identified (results of run 1). Dependent associations (results of runs 2, 3, 4, etc.) have been omitted. The  coefficient and the Odds Ratio (OR) with 95% confidence intervals (CI) are indicated. Notes: †all PR positive patients were ER positive and all survived; all patients with low grade tumours were ‡ER positive in the p53β negative cohort and *remained disease free and survived in the p53β positive cohort; ~all HER2 positive patients had grade 3 tumours.

Table S3: Binary Logistic Regression Analyses of the p53γ positive and negative cohorts 
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pS3y - cohort pS3y +
Response Variable Predictor Variables B p OR (95% CI) Predictor Variables B p OR (95% CI)
pS3P3 Nothing associated Nothing associated
Tumour Grade 3 2.36 0.034 10.60 (1.19-94.29) | ER -3.42 0.002 0.03 (0.01-0.28)
p53m Disease Free Survival -2.07 0.009 0.13 (0.03-0.60) | Tumor Size -1.83 0.043 0.16 (0.03-0.95)
HER?2 2.11 0.036 8.22 (1.15-58.88)
Tumour Grade 3 -3.20 0.003 0.04 (0.01-0.34) | pS3m -3.39 0.001 0.03 (0.01-0.25)
ER PR N/AT | <0.001 N/AT | Tumor Size -2.03 0.014 0.13 (0.03-0.67)
PR N/AT | <0.001 N/AT
Tumour Grade 3 -1.95 | <0.001 0.14 (0.05-0.41) | Tumor Grade 3 -2.20 0.003 0.11 (0.03-0.47)
PR
ER N/AT | <0.001 N/AT | ER N/AT | <0.001 N/AT
pS3m 2.87 0.012 17.65 (1.87-167.03) | p5S3m 2.46 0.006 11.67 (2.01-67.86)
ER -3.49 0.002 0.03 (0.01-0.27) | PR -1.96 0.017 0.14 (0.03-0.70)
Tumour Grade 3
Tumour Size 1.30 0.020 3.66 (1.22-10.98) | HER2 N/A~ 0.006 N/A~
HER?2 N/A~ 0.002 N/A~
Lymph Node Status Tumour Size 1.20 0.009 3.32(1.35-8.16) | Nothing associated
pS3m -2.70 0.002 0.07 (0.01-0.37) | Nothing associated
Overall Survival
verat SHIVIVA Tumour Size 185 | 0.021 0.16 (0.03-0.76)
pS3m -2.77 0.001 0.06 (0.01-0.34) | Nothing associated
Di Free Survival
1SEase TEe SUVIVAL [ pR 174 | 0.016 5.68 (1.38-23.42)





Variables were analyzed by Binary Logistic Regression utilising the backwards step-wise elimination method. Lymph node status, tumour grade, p53 mutation status (p53m), p53, p53, HER2 (erbB2), Estrogen Receptor (ER) and Progesterone Receptor (PR) expressions were included in analyses as predictor variables. All independent significant associations between the predictor and response variables were identified (results of run 1). Dependent associations (results of runs 2, 3, 4, etc.) have been omitted. The  coefficient and the Odds Ratio (OR) with 95% confidence intervals (CI) are indicated. Notes: †There were no patients that were ER negative and PR positive; ~all HER2 positive patients had grade 3 tumours.

Table S4: p53β is associated to Estrogen Receptor status.

	

	
	All Data

	Response Variable
	Predictor Variables
	β
	p
	OR (95% CI)

	ER
	p53β
	-1.10
	0.033
	0.33 (0.12-0.91)

	
	Tumour Grade 3
	-3.19
	<0.001
	0.04 (0.01-0.19)

	
	PR
	N/A‡ 
	<0.001
	N/A‡ 

	
	
	
	
	

	PR
	Tumour Grade 3
	-2.05
	<0.001
	0.13 (0.06-0.30)

	
	ER
	N/A‡ 
	<0.001
	N/A‡ 

	
	
	
	
	

	Tumour Grade 3
	p53m
	2.79
	<0.001
	16.22 (4.22-62.31)

	
	PR
	-2.17
	<0.001
	0.11 (0.05-0.29)

	
	HER2
	N/A† 
	<0.001
	N/A† 


Variables were analysed by Binary Logistic Regression utilising the backwards step-wise elimination method. Lymph node status, tumour grade, p53 mutation status (p53m), p53, p53, HER2 (erbB2), Estrogen Receptor (ER) and Progesterone Receptor (PR) expressions were included in analyses as predictor variables. All independent significant associations between the predictor and response variables were identified (results of run 1). Dependent associations (results of runs 2, 3, 4, etc.) have been omitted. Only results related to p53 and clinical outcome are presented. The coefficient and the Odds Ratio (OR) with 95% confidence intervals (CI) are indicated. 
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