Homogeneous Dataset

pdb name | EC number ID Uniprot protein classification protein chain | ligand
1la0g 2.6.1.2 P19938 transferase A PMP
la0t — P22340 outer membrane protein P SucC
la8i 24.1.1 P00489 glycogen phosphorylase A LLP
laia 2.6.1.1 P00509 transferase(aminotransferase) A PMP
laij — POCOY9 photosynthetic reaction center M LDA
larl 1.9.3.1 P01636 complex (oxidoreductase/antibody) B LDA
laua — P24280 phospholipid-binding protein A BOG
lax4 4.1.99.- P28796 tryptophan biosynthesis A LLP
1bdw 3.1.14 042187 hydrolase A BOG
1b56 — Q01469 lipid-binding A PLM
1bjw 2.6.1.1 Q56232 aminotransferase B LLP
1bw0 2.6.1.5 P33447 transferase A LLP
1c8u 3.1.2.- POAGG2 hydrolase A LDA
lcll 4.4.1.8 Po6721 methionine biosynthesis A LLP
leme — POA8UG6 dna-binding regulatory protein B SAM
lesl 4.2.99. P00935 lyase A LLP
1d7k 4.1.1.1 P11926 lyase A LLP
1dbt 4.1.1.2 P25971 lyase A UsP
1dug 2.5.1.1 P08515 blood clotting B GSH
ldxr — P06010 photosynthetic reaction center M LDA
leem — P78417 transferase A GSH
leh5 3.1.2.2 P45478 hydrolase A PLM
leiz 2.1.1.- POCORT transferase A SAM
1£7s — Q39250 plant protein A LDA
1fg7 2.6.1.9 P06986 transferase A PMP
1fgx 2.4.1.3 P08037 transferase B UsP
1fwl 2.5.1.1 043708 isomerase/transferase A GSH
1£x8 — POAERO membrane protein A BOG
1g8i — P62166 metal binding protein A 1PE
1g80 24.1.1 P14769 transferase A UsP
1hmy 2.1.1.3 P05102 transferase(methyltransferase) A SAM
libe 2.4.2.9 P70881 transferase A UsP
1i78 3.4.21. P09169 hydrolase B BOG
1i9g — 033253 transferase A SAM
liug — Q5SKR1 transferase A LLP
liyh 5.3.99. 060760 isomerase A GSH
104 2.6.1.4 P21549 transferase A LLP
1jg8 4.1.2.5 Q9IX266 lyase A LLP
1jgi 24.14 QIZEU2 transferase A SUC
13j0 3.2.1.1 P00698 hydrolase A suC
1jlv 2.5.1.1 Q7KIF2 transferase A GSH
1k87 1.5.99. P09546 oxidoreductase A 1PE
1k8q 3.1.1.3 P80035 hydrolase A BOG
1kmo — P13036 membrane protein A LDA
1kta 2.6.1.4 015382 transferase A PMP
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pdb name | EC number ID Uniprot protein classification protein chain | ligand
110g 3.5.2.6 Po0811 hydrolase A SUC
1m66 1.1.1.8 P90551 oxidoreductase A PLM
1m98 — P83689 unknown function A SuC
1mdo — Q8ZNF3 transferase A PMP
1mgp — QIX1H9 lipid binding protein A PLM
1msk 2.1.1.1 P13009 methyltransferase A SAM
1nt2 — 028191 rna binding protein A SAM
Inw3 — Q8TEK3 transferase A SAM
1057 — P37551 dna binding protein C 1PE
lo6u — 076054 transferase A PLM
lojd 1.4.34 P27338 oxidoreductase A LDA
1p91 2.1.1.5 P36999 transferase A SAM
1pqg2 1.14.14 P10632 oxidoreductase B PLM
1pt2 2.4.1.1 P05655 transferase A SuC
1qOr — Q54528 hydrolase A 1PE
1qzz — Q54527 transferase A SAM
1r30 2.8.1.6 P12996 transferase A SAM
1rdw 2.5.1.1 P24473 transferase A GSH
1s7g 3.5.1.- 030124 transcription A 1PE
1sz7 — 043617 transport protein A PLM
1thq — P37001 transferase A LDA
1tj4 3.1.3.2 P74325 hydrolase A SUC
luc2 — 059245 unknown function A SuUC
lumx — POCOY9 photosynthetic reaction center H LDA
luul 2.6.1.9 QIX0DO transferase A PMP
1w2t 3.2.1.2 033833 hydrolase A SuC
1wlj 3.1.-- QI96AZ6 hydrolase A UsP
1xkw — P42512 membrane protein A LDA
1y10 4.6.1.1 Q11055 lyase B 1PE
lyla — Q99828 metal binding protein B GSH
1ylj 3.5.2.6 QIL5C8 hydrolase A SuC
1zc9 4.1.1.6 P16932 lyase A PMP
1zx8 — Q9X187 unknown function C 1PE
2b56 — Q86MV5 transferase/rna binding protein A UsP
2bln 2.1.1.2 P77398 transferase A UsP
2bmu 2.74.- Q8U122 transferase A UsP
2byn — Q8WSF8 receptor B 1PE
2c37 3.1.13. QIUXC2 hydrolase A UsP
2c81 2.6.1.- Q8G8Y2 transferase A PMP
2cjg — P63509 transferase A PMP
2czv 3.1.26. 059150 hydrolase C BOG
2eTu 5.4.3.8 Q5SJS4 isomerase A PMP
2fik — P11609 immune system A PLM
2fls — QINS18 oxidoreductase A GSH
2haw 3.6.1.1 P37487 hydrolase B 1PE
2hd0 3.4.22. QIELSS8 hydrolase E BOG
2idb 4.1.1.- POAAB4 lyase A 1PE
2imd 2.5.1.1 Q51948 transferase A GSH
2iu8 2.3.1.- 084245 transferase B PLM
2j4j 2.74.2 QITZE2 transferase A UsP
2nwl — 059010 transport protein A PLM
2p4b — POAFX9 signaling protein B BOG
2pbj 5.3.99.- QINO0A4 lyase A GSH
2773 — P31356 membrane protein A BOG
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