A) Translationally regulated genes from Oh to 4h post-LPS (transcription UP)

Translationally up-regulated:

- immediate early response (IER3)

- bone marrow stromal cell antigen (BST2)

- stomatin (STOM)

- ferritin heavy chain 1 (FTH1)

- GTP-binding protein Ram (RAB27A)

- eukaryotic translation initiation factor 5 (EIF5)
- ubiquitin specific peptidase 25 (USP25)

- major histocompatibility complex,

class |, F (HLA-F)

- ribosomal protein S27a (RPS27A)

- RNA binding motif, single stranded interacting protein
1 (RBMS1)

- HIV-1 rev binding protein 2 (HRB2)
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B) Translationally regulated genes from Oh to 4h post-LPS (transcription DOWN)

Translationally up-regulated: ubiquitination:
- ubiquitin specific peptidase 7 (herpes virus-associated) (USP7)
translation requlation: - ubiquitin protein ligase E3 component n-recognin 2, (UBR2)
- MAP kinase interacting serine/threonine kinase 2 or MNK2 -STIP1 homology and U-box containing protein 1 (STUB1)
(MKNK2)
- protein-kinase, interferon-inducible double stranded RNA cellular trafficking:
dependent inhibitor or P58 repressor (PRKRIR) - RAB32, member RAS oncogene family (RAB32)
- ligatin (LGTN) - RAB34, RAB34, member RAS oncogene family (RAB34)
- glutaminyl-tRNA synthetase (QARS) - ADP-ribosylation factor-like 7 (ARL7)
- phenylalanine-tRNA synthetase-like, beta subunit FARSLB) - golgi autoantigen, golgin subfamily a, 3 (GOLGA3)
- eukaryotic translation initiation factors: - transmembrane emp24 protein transport domain containing 8
EIF4B; EIF2S3; EIF4A2; EIF3S7; EIFAEBP2 (TMEDS)
- transmembrane emp24 protein transport domain containing 1
transcription requlation: (TMED1)
- BTB (POZ) domain containing 4 - importin 7 or Ran-binding protein 7 (IPO7)
- SERTA domain containing 2
- general transcription factor IlIA autophagy:
- death effector domain containing 2 - regulator of G-protein signalling 19 (RGS19)
- homeodomain interacting protein kinase 1
- vitamin D (1,25- dihydroxyvitamin D3) receptor cytoskeleton organization:
- ret finger protein - adducinl or ADDA (ADD1)

- nemo like kinase
signalling:
- caspase recruitment domain family, member 4 (CARD4)
- inositol 1,3,4-triphosphate 5/6 kinase, (ITPK1)
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B) Translationally regulated genes from Oh to 4h post-LPS (transcription DOWN)
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C) Translationally regulated genes from 4h to 16h post-LPS (transcription UP)

Translationally up-regulated:
transcription requlation: 3 genes (5%)

Immune response:

antigen presentation:
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D) Translationally regulated genes from 4h to 16h post-LPS (transcription DOWN)

Translationally up-regulated:

transcription requlation: 3 genes (5%)
- retinoic acid induced 17 (RAI17)

- mastermind-like 2 (MAML2)
- general transcription factor IIA, 2, (GTF2A2)

other biological process: <3 genes (51%)

unknown function: 24 genes (44%)

translation requlation: NO GENES
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