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Supplementary figure 1 – Snapshot of the contact graph between the 405 

attendees for the first conference day. Each node represents an attendee, and a 

link between two nodes corresponds to the fact that at least one contact event 

has been registered between the corresponding attendees. 
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Supplementary figure 2 – Same as supplementary figure 1, in which only links 

corresponding to a cumulated time spent in proximity of at least 1mn have been 

kept. 
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Supplementary figure 3 – Same as supplementary figure 1, in which only links 

corresponding to a cumulated time spent in proximity of at least 2mn have been 

kept. 

 

 

 

 


