Legends of the supplemental figures
Fig. S1. PD-L2 mAb validation 

(A) Anti-PD-L2 mAb reacts specifically with human PD-L2. COS cells transfected with an expression plasmid (DNA4-human PD-L2 (red line) or empty vector (blue line) were stained with anti-PD-L2 mAb (clone PD-L2-326.35). (B) Staining of PD-L2 on purified activated CD4+ T cells using two different PD-L2 mAbs, either purchased from BioLegend (clone 24F.10C12) or generated for the study (clone PD-L2-326.35). Data are representative of four independent experiments.
Fig. S2. Regulation of PD-L1 and PD-L2 expression by CsA on T cells 

(A) PD-L2 expression profiles on purified CD4+ T cells stimulated by anti-CD3+anti-CD28 coated beads treated or not with CsA (100 nM) (ratio cell/bead 1:1). (B) Quantitative RT-PCR analysis of PD-L1 and PD-L2 mRNA in purified CD4+ T cells stimulated by anti-CD3+anti-CD28 coated beads treated or not by CsA (100 nM). Expression was compared to that GAPDH mRNA (housekeeping gene). (RQ > 2 induction, RQ < 0.5 inhibition) (n=3). The expression of molecules was determined by flow cytometry. Results are presented as fold induction relative to non-stimulated cells (control cells). (C) Identification of promoter sequences that might be important to CsA regulation (NFAT binding sites). Data were analysed in silico using the web site (TESS: Transcription Element Search System) (http://www.cbil.upenn.edu/cgi-bin/tess/tess).

Fig. S3. Comparison between human and mouse PD-L2 protein sequences

The extracytoplamic (blue), transmembrane (black) and cytoplasmic (red) domains of PD-L2 proteins are illustrated. Human PD-L2 possesses a cytoplasmic part of 32 amino acids, which differs from murine PD-L2 (only 5 amino acid long). Within human PD-L2 cytoplasmic part the three C-terminal amino acids (SAI) are candidate motifs for interaction with class I PDZ-binding-Like motif. Sequences were analyzed by BLAST comparison with GenBank using the web site (http://www.blast.ncbi.nlm.nih.gov). 

